Experimental
Crystal data Á min = À0.14 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2010 ); cell refinement: SAINT (Bruker, 2010) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XSHELL (Bruker, 2010) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) . As shown in Fig. 2 , in the monoclinic polymorph (Geiger & Parsons, 2013) , the amine groups are oriented on the same side of the benzene ring. In contrast, in the orthorhombic form (Fig. 2) , they are directed toward opposite sides of the benzene plane. N1 and N2 are 0.072 (2) and 0.074 (2) Å, respectively, out of the plane. In the monoclinic form, the amine groups are decidedly pyramidal whereas the H-N-H angles are 120 (2)° and 116 (2)° for N1 and N2, respectively, in the orthorhomic polymorph. H1A and H1B are 0.10 (2) 
Single crystals of the title compound were obtained by slow evaporation of an ethanolic solution of commercially available 3,4-diaminobenzonitrile.
Refinement
The H atoms bonded to carbon were refined using a riding model with C-H = 0.95 Å and U iso = 1.2U eq (C). The coordinates and isotropic thermal parameters of the amine H atoms were refined freely. A negative (meaningless) Flack parameter and corresponding standard deviation were observed. Inversion of the structure also gave nonsensical results for the Flack parameter and use of TWIN and BASF resulted in a negative x parameter. In the absence of significant anomalous scattering, Friedel pairs were merged (MERG 3) and the absolute structure was assigned arbitrarily. Although merging the Friedel pairs gives a poorer data/parameter ratio, the higher ratio with retention of Friedel opposites is illusory.
Computing details
Data collection: APEX2 (Bruker, 2010 ); cell refinement: SAINT (Bruker, 2010) ; data reduction: SAINT (Bruker, 2010);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XSHELL (Bruker, 2010) and Mercury (Macrae et al., 2008) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
A view of the title compound showing the atom-labeling scheme. Thermal parameters are drawn at the 50% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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